
Figure S11.1 H. cydno Split reads and trio assembly
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Figure S11.2 H. cydno Split reads and trio assembly
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Figure S11.3 H. cydno Split reads and trio assembly
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Figure S11.4 H. cydno Split reads and trio assembly
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Figure S11.5 H. cydno Split reads and trio assembly
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Figure S11.6 H. cydno Split reads and trio assembly

Chromosome 10 Position (bp)17 100 568 17 115 13817 104 211 17 111 495
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Figure S11.7 H. cydno Split reads and trio assembly
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Figure S11.8 H. cydno Split reads and trio assembly
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Figure S11.9 H. cydno Split reads and trio assembly
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Figure S11.10 H. cydno Split reads and trio assembly
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Figure S11.11 H. cydno Split reads and trio assembly

Chromosome 15 Position (bp)3 406 862 3 409 7823 407 592 3 409 052

1 461 bp

Tr
io

In
ve

rt
ed   scaffold−8922

  scaffold−713

Tr
io

S
pa

nn
in

g

  scaffold−562

  scaffold−2350

Tr
io

E
dg

es
P

B
H

on
ey

C
an

di
da

te
s

  12

  6

  12

  6

gene
rRNA
tRNA
mRNA
exon
CDS

G
en

om
e

Hmel2  
Hmel215028.13

Hmel1  
HE670961

H. cydno
females males

H. melpomene
females males

3 400 292 3 407 592 3 409 052 3 416 352

●
● ●

● ● ● ●
● ● ●

●

dXY

●

● ● ●

● ● ●

●

●

●

●

FST

● ● ●
●

●
●

● ●

●

● ●

fd

0 

0.5 

1 

0 

0.5 

 0

 0.05

 0.1

 0

 0.05

1 321 1 195   470   990 1 104   984 1 026 1 382 1 257 1 053 1 162 Sites

13.429 cM  

19.560 cM  
●●

●●
●● ●●●● ●



Figure S11.12 H. cydno Split reads and trio assembly

Chromosome 21 Position (bp)9 126 688 9 129 4549 127 380 9 128 762
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Figure S11.13 H. cydno Split reads and trio assembly
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